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(&) ABSTRACT

The present invention provides methods and compositions
for diversification of heterologous DNA sequences in vivo.
The present invention employs a recombination hotspot
functionally coupled to the heterologous DNA. The process
of recombination generates new versions of the foreign
sequences by recombining their differences in new combi-
nations. Errors in recombination generate additional
sequence diversity.
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Map of the  his-3, cog, ip!  region of Linkage Group 1 of Neurospora crassa Vertical bars, triangles and hairpins show the
Tovation of sequence differences that distinguish the St Lawrence and Lindegren wild type strains. The corresponding full DNA
sequences are given in Fig. 7 und Fig. 8. Vertical slashes indicate one to seven base substitutions per 10 base pairs. Triangles

indicate short sequence insertions and the bairpin a 101 base pair inverted repeat transposan fragment presext in St Lawrence.
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